A I A 2> 



4721 237 




Figure No. 1 



1 ATGGCCGCTCGCGGCGGTGCTGAACGCGCCGCGGGCGCCGGAGACGGTCGGCGAGGACAGCGT 

1 ► MetAlaXlaftrgGlyQlyAlaGlute 

64 CGTCATCTACGACCGGGACGTGTTCTCGCTGCTCTACGCGGTCCTGCAGCGCCTGGCGCCGGC 

22 ► ArgHisLeiiAryProGlyArgVal T^oaAlaAlal^iArgGlyProftlaAla 

127 GGGGCGCGCGCCGCGCTAGCCGCTGCCCTGCTATGGGCGACGTGGGCCCTGCTGCTGGCGGCG 

43 ► GlyAlaArgAlaMaIi3U&laAlaA.1 aT^jl^TrpAlaThrTrpAl aT/^iT^iT^.i AlaAla 

190 CCCGCCGCGGGGCGACCGGCGACAACGCCCCCGGCGCCCCCGCCCGAAGAGGCCGCGAGCCCG 

64 ► ProAlaAlaGlyArgProAlaS^^ aSerPro 

253 GCGCCCCCCGCGAGCCCCAGCCCCCCCGGCCCCGACGGCGACGACGCCGCCAGCCCCGACAAC 

8 5 ► AlaProProftlaSerProSerPro 

316 AGCACAGACGTGCGCGCCGCGCTCCGGCTCGCGCAGGCGGCCGGGGAAAACTCGCGCTTCTTC 
379 GTGTGCCCGCCGCCCTCGGGCGCCACGGTGGTCCGGCTCGCGCCCGCGCGGCCGTGCCCTGAG 

127 ► ValCysProProProS€^lyAlaThxValVal^ 

442 TACGGGCTCGGGCGGAACTACACGGAGGGCATCGGCGTCATTTACAAGGAGAACATCGCGCCG 

148 ► TyrGlylJsaiGlyJ^^ 

505 TAC ACGTTCAAGGCCTACATTTACAAAAACGT^ 

169 ► TyrrrbrPheLysAlaO^IleiyrL^ 

568 TACGCGGCCATTACAAACCAGTACACGGACCGCGTGCCCGTGGGCATGGGCGAGATCACGGAC 

190 ► TyxZOuaAlaJlett^^ 

631 CTGGTGGACAAGAAGTGGCGCTGCCTTTCGAAAGCCGAGTACCTGCG 

2 1 1 ► LeuValAspLysLysTx^^ 

694 GTGGCCTTTGACCGCGACGACGACCCCTGGGAGGCGCCGCTCAAGCCTGCGCGGCTCAGCGCG 
2 32 ► ValAlaPheAspArgAspAspAspPro^^ 

7 57 CCCGGGGTGCGGGGCTGGCACACGACGGACGATGTGTACACGGCGCTGGGCTCGGCGGGGCTC 
2 5 3 ► ProGlyValArgGlyTr^^ aTiftuGlySerAlaGlyleu 

820 TACCGCACGGGCACCTCTGTGAACTGCATCGTGGAAGAAGTGGAGGCGCGCTCGGTGTACCCG 

27 4 ► Tyj^a^^iyG^^ 

883 TACGACTCGTTCGCGCTCTCGACCGGGGACATTATCTACATGTCGCCCTTTTACGGGCTGC 

2 9 5 > TyrAspSerPhi^al^j^^ 

946 GAGGGCGCGCACCGC GAGCAC ACCAGGCTACTCGCCGGAGCGCTTCCAGCAGATCGAGGGCTA 
3 16 > GluGlyAlaHigAr^liiFH s^T-AT^T/*iiT^*nAl *IT1 yAl aT^^p^ft^ aj ^c^AT^<?1yT^^ 

1009 CTACAAGCGCGACATGGCCACGGGCCGGCGCCTCAAGGAGCCGGTCTCGCGGAACTTTTTGCG 

3 37 ► LeuGlnAlaArgHisGlyHisGly5>r^ 

1072 TACACAGCACGTGACGGTAGCCTGGGACTGGGTGCCCAAGCGCAAAAACGTGTGCTCGCTGGC 

3 5 8 ► Tyrita^aArgAspGlySe^^ 
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1135 C AAGTGGCGCGAGGCGGACG AAATGCTGCGAGACG AGAGCCGCGGGAACTTCCGCTTC ACGGC 

3 7 9 ► GlJiValAlaArgGlyGlyArgA 

1198 CCGCTCGCTCTCGGCGACCTTTGTGAGCGACAGCCACACCTTCGCGTTGCAGAATGTGCCGCT 

4 0 0 ► ProLeuAlal-et^lyAsp^ 

1261 GAGCGACTGCGTGATCGAAGAGGCCGAGGCCGCGGTCGAGCGCGTCTACCGCGAGCGCTACAA 

4 2 1 ► GluAryLeuArgAspArgAr^^ 

1324 CGGC ACGC ACGTGCTGTCGGGC AGCTTGG AGACGTACCTGGCGCGCGGCGGCTTTGTCGTGGC 

442 > ArgHisAlaArgAlaValGlyGljiIj^^ 

1387 CTTCCGGCGATGCTCAGCAACGAGCTGGCCAAGCTGTACCTGCAGGAGCTGGCGCGCTCGAAC 

4 6 3 ► I^uFroAlaMetTrf?iuSerAffl^ T^liiT^-iAla ArgS<*rA<m 

1450 GGCACGCTCGAGGGGCTGTTCGCCGCCGCGGCGCCCAAGCCGGGCCCGCGGCGCGCGCGCCGC 

4 8 4 ► GlyifarXie^LGrluGlylieuPhpAl aAl aATaM aProLysPrDGOyProRrgAi^laArgArg 

1513 GCCGCGCCGTCTGCGCCCGGCGGCCCGGGCGCGGCCAACGGGCCCGCCGGCGACGGCGACGCC 

505 ► AlaAlaProS^rAl aProQlyGlyProGlyAl a A1 a AsnfilyProAlaGlyAspGlyAspAla 

1 576 GGCGGGCGGGTGACTACCGTGAGCTCGGCCGAGTTTGCGGCGCTGCAGTTCACCTACGACCAC 

5 2 6 ► GlyGlyArgValThzTjnVal SerSerAl aGluFh**AlaAl a T^rtD DPbeOaTyrAspHis 

1639 ATCCAGGACCACGTG AACACCATGTTCAGCCGCCTGGCCACGTCCTGGTGCCTGCTGCAGAAC 

547 ► XleGlxiAspHi^alAsr^ nA<m 

1702 AAGGAGCGCGCCCTGTGGGCCGAGGCGGCTAAGCTCAACCCCAGCGCGGCGGCCAGCGCTGCG 

568 ► LysGluArgAlaT/auTxr^ a Al a A1 aSerAl aAl a 

1765 CTGGACCGCCGCGCCGCCGCGCGCATGTTGGGGGACGCC ATGGCCGTGACGTACTGCCACGAG 

5 8 9 ► LeMAspftrgArgftlaAlaiU^ 

1828 CTGGGCGAGGGGCGCGTGTTCATCGAGAACTCGATGCGCGCGCCCGGCGGCGTTTGCTACAGC 

6 10 ► I^^lyGluGlyArgVam 

1891 CGCCCGCCGGTCTCCTTTGCCTTCGGCAACGAGAGCGAGCCGGTGGAGGGCCAGCTCGGCGAG 

6 3 1 ► ArgProProValSerPbeAlaPhfiGlyAsnG 

1954 GACAACGAGCTGCTGCCGGGCCGCGAGCTCGTGGAGCCCTGCACCGCCAACCACAAGCGCTAC 

6 5 2 ► Asp ftsaSJ uljeuLe uPrpGlyArgGl uLeuVa ] fliiiPrwy ^hrai a gTy gAT^yr- 

2017 TTCCGCTTTGGCGCGGACTACGTGTACTACGAGAACTACGCGTACGTGCGGCGGGTCCCGCTC 

67 3 > PhaArgPheGlyAlaAspTyrV^ 

2080 GCGG AGCTGG AGGTGATC AGC ACCTTTGTGGACCTAAACCTCACGGTTCTGGAGG ACCGCGAG 

694 ► AlaGluI^euGluValIleSerl±Lz^beValAsp fThrVa 1T<eti01 uAspArgGlu 

214 3 TTCTTGCCGCTAGAAGTGTACACGCGCGCCGAGCTCGCCGACACGGGTCTGCTCGACTACAGC 

7 1 5 ► Phel^euProIie^luValTyxThrArgAlaGltiT iftuAlaAspTixr^lyti^ 

2206 GAGATACAGCGCCGCAACCAGCTGCACGAGCTCCGGTTCTACGACATTGACCGCGTGGTCAAG 

7 3 6 ► GliiIleGlxLAz^ArgAmGI nLeuHi sGluIjeuArgPfaeSyxAspIle^ Tys 
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2269 ACGGACGGCAATATGGCCATCATGCGAGGGCTCGCCAACTTCTTTCAGGGCCTGGGCGCCGTC 

757 ► ThxAspGlyAsi^t^aXl 

2332 GGGCAGGCGGTGGGC ACGGTGGTGCTGGGCGCCGCGGGTGCCGCGCTCTCGACCGTGTCGGGC 
778 ► GlyGihaAlaValGlyTirr^^ 

2395 ATCGCCTCGTTTATTGCGAACCCGTTCGGCGCGCTGGCCACGGGGCTGCTGGTG 

799 ► IleAlaSerPhelleAlaAsnProPhaffl 

2453 CTGGTGGCCGCTTTCCTGGCGTACCGGTACATTTC 
82 0 ► I^ValiOaAlaPheI>»u^^ 

2 52 1 CTGTACCCGATCACCACGCGCGCGCTCAAGGACGACGCCCGGGGCGCAACCGCCCCGGGCGAG 

841* LeuTyrProIleTiirTla^ 

2584 GAAGAGGAGGAGTTTGACGCGGCCAAACTGGAGCAGGCCCGCGAGATGATCAAGTATATGTCG 
862 ► GXi.Kalt.ifi7 uGluPheAspAl a Al aTiysLeuGluGlTtAl aRrgGltaMetlleLysTyrMetSer 

2647 CTCGTGTCAGCGGTCGAGCGGCAAGAGCACAAGGCGAAAAAGAGCAACAAGGGCGGCCCGCTG 

883 ► LeuYal S*rAlaValGluArgQ1 rtfluffi sLysMaLysLysSerACTTysGlyGlyProIie^ 

2710 CTGGCGACCCGGCTGACGC AGCTCGCGCTTCGGCGGCGAGCGCCGCCGGAGTACCAGCAGCTT 
904 > LeuAl aThrfrrgT^mrrGI nT^euJ 

2773 CCGATGGCCGACGTCGGGGGGGCATG A 

925 ► PrcMetAlaAspValGlyGlyAla* ♦ • 
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